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Protein aggregation in the form of amyloid fibrils is associated with a variety of diseases including Alzheimer’s disease.  In this study, amyloid aggregation of a nine residue peptide, known as F-peptide, whose sequence (KLVFFAEDV) was derived from the Amyloid ( protein has been prevented when the F-peptide is incubated with various sugars in aqueous solution.  In addition to the prevention of aggregation, Attenuated Total Reflectance (ATR) FTIR spectra seems to indicate that different conformational changes occur in the secondary structure of the F-peptide when the F-peptide is incubated with various sugars (glucose, maltose, and inositol respectively) at long incubation periods (7 to 10 days) and higher sugar concentrations (10-40 mg/mL).  In previous studies, using Isotopically Enhanced ATR FTIR it was established that the F-peptide took on an anti-parallel β-sheet conformation with a one to two residue overhang when the peptide was incubated in aqueous solution in the absence of sugars.  This study demonstrates via Isotopically Enhanced ATR FTIR spectroscopy that while higher concentrations and longer incubation periods seem to lower the amount of β-sheet present in solution, it does not change the orientation of the anti-parallel β-sheet that is present.  
